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SEQUENCE LISTING 

<110> Lobley, Anna Elizabeth 
Michalovich, David 
Stancovski , liana 
Allen, Kathryn Elizabeth 
Allen, Janet Marjorie 
Osypenko, vadym Nikolaevich 
Gurney, Alison Marion 

<120> SEROTONIN RECEPTOR 

<130> 04270/0202281-USO 

<140> 10/520,052 
<141> 

<150> PCT/GB03/03130 

<151> 2003-07-21 

<150> GB 0216903.5 
<151> 2002-07-19 

<160> 30 

<170> Seqwin99, version 1.02 

<210> 1 

<211> 1236 

<212> DNA 

<213> Homo sapiens 

<400> 1 

atggccctat ggtccctgct ccatctcacc ttcctggggt tcagcattac cttgctgttg 60 

gtccacgggc agggcttcca agggacagca gccatctggc catccctctt caacgtcaac 120 

ttgtccaaga aggttcagga aagcatccag itcccgaaca atgggagtgc gcccctgctc 180 

gtggatgtgc gggtgtttgt ctccaacgtg tttaatgtgg acatcctgcg atacacaatg 240 

tcctccatgc tgctgcttag gctgtcctgg ctggacactc gcctggcctg gaacactagt 300 

gcacacccgc ggcacgccat cacgctgccc tgggagtctc tctggacacc aaggctcacc 360 

atcctggagg cgctctgggt ggactggagg gaccagagcc cccaggctcg agtagaccag 420 

gacggccacg tgaagctcaa cctggccctc gccacggaga ccaactgcaa ctttgagctc 480 

ctccacttcc cccgggacca cagcaactgc agcctcagct tctacgctct cagcaacacg 540 

gcgatggagt tagagttcca ggcccacgtg gtgaacgaga ttgtgagtgt caagagggaa 600 

tacgtagttt atgatctgaa gacccaagtc ccaccccagc agctggtgcc ctgcttccag 660 

gtgacgctga ggctgaagaa cacggcgctc aagtccatca tcgctctctt ggtgcctgca 720 

gaggcactgc tgttggctga cgtgtgcggg gggttgctgc ccctccgggc cattgagcgc 780 

ataggctaca aggtgacatt gctgctgagt tacctcgtcc tccactcctc cctggtgcag 840 

gccctgccca gctcctcctc ctgcaaccca ctgctcattt actacttcac catcctgctg 900 

ctgctgctct tcctcagcac catagagact gtgctgctgg ctgggctgct ggcccggggc 960 

aaccttgggg ccaagagcgg ccccagccca gccccgagag gggaacagcg agagcacggc 1020 

aacccagggc ctcatcctgc tgaagagccc tccagaggag taaaggggtc acagagaagc 1080 

tggcctgaga ctgctgaccg catcttcttc ctcgtgtatg tggttggggt gctgtgcacc 1140 

caattcgtct ttgcaggaat ctggatgtgg gcagcgtgca agtctgacgc agcccctgga 1200 

gaggctgcac cccatggcag gcggcctaga ctgtaa " 1236 

<210> 2 

<211> 411 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Leu Trp ser Leu Leu His Leu Thr Phe Leu Gly Phe Ser lie 
15 10 15 
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Thr Leu Leu Leu val His Gly Gin Gly Phe Gin Gly Thr Ala Ala lie 
20 25 30 

Trp Pro Ser Leu Phe Asn val Asn Leu ser Lys Lys val Gin Glu Ser 
35 40 45 

lie Gin lie Pro Asn Asn Gly Ser Ala Pro Leu Leu val Asp Val Arg 
50 55 60 

val Phe val Ser Asn Val Phe Asn val Asp lie Leu Arg Tyr Thr Met 
65 70 75 " 80 

Ser Ser Met Leu Leu Leu Arg Leu Ser Trp Leu Asp Thr Arg Leu Ala 
85 ~ 90 95 

Trp Asn Thr Ser Ala His Pro Arg His Ala lie Thr Leu Pro Trp Glu 
100 105 110 

Ser Leu Trp Thr Pro Arg Leu Thr lie Leu Glu Ala Leu Trp val Asp 
115 120 125 

Trp Arg Asp Gin ser Pro Gin Ala Arg val Asp Gin Asp Gly His val 
130 135 140 

Lys Leu Asn Leu Ala Leu Ala Thr Glu Thr Asn cys Asn Phe Glu Leu 
145 150 155 160 

Leu His Phe Pro Arg Asp His Ser Asn Cys Ser Leu Ser Phe Tyr Ala 
165 170 175 

Leu Ser Asn Thr Ala Met Glu Leu Glu Phe Gin Ala His val val Asn 
180 185 190 

Glu lie val Ser val Lys Arg Glu Tyr val val Tyr Asp Leu Lys Thr 
195 200 205 

Gin val Pro Pro Gin Gin Leu val Pro Cys Phe Gin val Thr Leu Arg 
210 215 220 

Leu Lys Asn Thr Ala Leu Lys Ser lie lie Ala Leu Leu val Pro Ala 
225 230 235 240 

Glu Ala Leu Leu Leu Ala Asp Val Cys Gly Gly Leu Leu Pro Leu Arg 
245 250 255 

Ala lie Glu Arg lie Gly Tyr Lys val Thr Leu Leu Leu ser Tyr Leu 
260 265 270 

val Leu His Ser Ser Leu val Gin Ala Leu Pro Ser Ser Ser Ser Cys 
275 280 285 

Asn Pro Leu Leu lie Tyr Tyr Phe Thr lie Leu Leu Leu Leu Leu Phe 
290 295 300 

Leu Ser Thr lie Glu Thr Val Leu Leu Ala Gly Leu Leu Ala Arg Gly 
305 310 315 320 

Asn Leu Gly Ala Lys Ser Gly Pro Ser Pro Ala Pro Arg Gly Glu Gin 
325 330 335 

Arg Glu His Gly Asn Pro Gly Pro His Pro Ala Glu Glu Pro Ser Arg 
340 345 350 
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Gly val Lys Gly Ser Gin Arg ser Trp Pro Glu Thr Ala Asp Arg lie 
355 360 365 

Phe Phe Leu val Tyr Val val Gly val Leu Cys Thr Gin Phe val Phe 
370 375 380 

Ala Gly lie Trp Met Trp Ala Ala Cys Lys Ser Asp Ala Ala Pro Gly 
385 390 395 400 

Glu Ala Ala Pro His Gly Arg Arg Pro Arg Leu 
405 " 410 

<210> 3 

<211> 94 

<212> DNA 

<213> Homo sapiens 

<400> 3 

atggccctat ggtccctgct ccatctcacc ttcctggggt tcagcattac cttgctgttg 60 
gtccacgggc agggcttcca agggacagca gcca 94 

<210> 4 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ala Leu Trp ser Leu Leu His Leu Thr Phe Leu Gly Phe Ser lie 
15 10 15 

Thr Leu Leu Leu val His Gly Gin Gly Phe Gin Gly Thr Ala Ala lie 
20 25 30 

<210> 5 

<211> 125 

<212> DNA 

<213> Homo sapiens 

<400> 5 

tctggccatc cctcttcaac gtcaacttgt ccaagaaggt tcaggaaagc atccagatcc 60 

cgaacaatgg gagtgcgccc ctgctcgtgg atgtgcgggt gtttgtctcc aacgtgttta 120 

atgtg 125 

<210> 6 

<211> 41 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Trp Pro Ser Leu Phe Asn val Asn Liu Ser Lys Lys val Gin Glu Ser 
15 10 15 

lie Gin lie Pro Asn Asn Gly Ser Ala Pro Leu Leu val Asp val Arg 
20 25 30 

val Phe val ser Asn val Phe Asn val 
35 40 

<210> 7 
<211> 45 
<212> DNA 
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<213> Homo sapiens 
<400> 7 

gacatcctgc gatacacaat gtcctccatg ctgctgctta ggctg 45 

<210> 8 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Asp lie Leu Arg Tyr Thr Met Ser S3r Met Leu Leu Leu Arg Leu 
15 10 15 

<210> 9 

<211> 107 

<212> DNA 

<213> Homo sapiens 

<400> 9 

tcctggctgg acactcgcct ggcctggaac actagtgcac acccgcggca cgccatcacg 60 
ctgccctggg agtctctctg gacaccaagg ctcaccatcc tggaggc ~ " 107 

<210> 10 

<211> 36 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Ser Trp Leu Asp Thr Arg Leu Ala Trp Asn Thr Ser Ala His Pro Arg 
1 5 10 15 

His Ala lie Thr Leu Pro Trp Glu Ser Leu Trp Thr Pro Arg Leu Thr 
20 25 30 

lie Leu Glu Ala 
35 

<210> 11 

<211> 170 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gctctgggtg gactggaggg accagagccc ccaggctcga gtagaccagg acggccacgt 60 

gaagctcaac ctggccctcg ccacggagac caactgcaac tttgagctcc tccacttccc 120 

ccgggaccac agcaactgca gcctcagctt ctacgctctc agcaacacgg 170 

<210> 12 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Leu Trp val Asp Trp Arg Asp Gin Ser Pro Gin Ala Arg val Asp Gin 
15 10 15 

Asp Gly His val Lys Leu Asn Leu Ala Leu Ala Thr Glu Thr Asn Cys 
20 25 30 

Asn Phe Glu Leu Leu His Phe Pro Arg Asp His Ser Asn Cys Ser Leu 
35 40 45 
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ser Phe Tyr Ala Leu Ser Asn Thr Ala 
50 55 

<210> 13 

<211> 125 

<212> DNA 

<213> Homo sapiens 

<400> 13 

cgatggagtt agagttccag gcccacgtgg tgaacgagat tgtgagtgtc aagagggaat 60 

acgtagttta tgatctgaag acccaagtcc caccccagca gctggtgccc tgcttccagg 120 
tgacg 125 

<210> 14 

<211> 41 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Glu Leu Glu Phe Gin Ala His val val Asn Glu lie Val Ser Val 
15 10 15 

Lys Arg Glu Tyr val val Tyr Asp Leu Lys Thr Gin Val Pro Pro Gin 
20 25 30 

Gin Leu val Pro Cys Phe Gin val T:ir 
35 40 

<210> 15 

<211> 211 

<212> DNA 

<213> Homo sapiens 

<400> 15 

ctgaggctga agaacacggc gctcaagtcc atcatcgctc tcttggtgcc tgcagaggca 60 

ctgctgttgg ctgacgtgtg cggggggttg ctgcccctcc gggccattga gcgcataggc 120 

tacaaggtga cattgctgct gagttacctc gtcctccact cctccctggt gcaggccctg 180 

cccagctcct cctcctgcaa cccactgctc a 211 

<210> 16 

<211> 71 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Leu Arg Leu Lys Asn Thr Ala Leu Lys Ser lie lie Ala Leu Leu val 
15 10 15 

Pro Ala Glu Ala Leu Leu Leu Ala Asp val Cys Gly Gly Leu Leu Pro 
20 25 30 

Leu Arg Ala lie Glu Arg He Gly Tyr Lys val Thr Leu Leu Leu Ser 
35 40 45 

Tyr Leu val Leu His Ser Ser Leu val Gin Ala Leu Pro Ser Ser Ser 
50 55 60 

Ser Cys Asn Pro Leu Leu lie 
65 70 

<210> 17 
<211> 168 
<212> DNA 
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<213> Homo sapiens 
<400> 17 

tttactactt caccatcctg ctgctgctgc tcttcctcag caccatagag actgtgctgc 60 
tggctgggct gctggcccgg ggcaaccttg gggccaagag cggccccagc ccagccccga 120 
gaggggaaca gcgagagcac ggcaacccag ggcctcatcc tgctgaag 168 

<210> 18 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Tyr Tyr Phe Thr lie Leu Leu Leu Leu Leu Phe Leu Ser Thr lie Glu 
15 10 15 

Thr val Leu Leu Ala Gly Leu Leu Ala Arg Gly Asn Leu Gly Ala Lys 
20 25 ~ * 30 

Ser Gly Pro Ser Pro Ala Pro Arg Gly Glu Gin Arg Glu His Gly Asn 
35 40 45 

Pro Gly Pro His Pro Ala Glu Glu 
50 55 

<210> 19 

<211> 191 

<212> DNA 

<213> Homo sapiens 

<400> 19 

agccctccag aggagtaaag gggtcacaga gaagctggcc tgagactgct gaccgcatct 60 

tcttcctcgt gtatgtggtt ggggtgctgt gcacccaatt cgtctttgca ggaatctgga 120 

tgtgggcagc gtgcaagtct gacgcagccc ctggagaggc tgcaccccat ggcaggcggc 180 

ctagactgta a 191 

<210> 20 

<211> 62 

<212> PRT 

<213> Homo sapiens 

<400> 20 

pro Ser Arg Gly val Lys Gly ser Gin Arg Ser Trp Pro Glu Thr Ala 
15 10 15 

Asp Arg lie Phe Phe Leu val Tyr val val Gly val Leu Cys Thr Gin 
20 25 30 

Phe val Phe Ala Gly lie Trp Met Trp Ala Ala Cys Lys Ser Asp Ala 
35 40 45 

Ala Pro Gly Glu Ala Ala Pro His Gly Arg Arg Pro Arg Leu 
50 55 60 

<210> 21 

<211> 1411 

<212> DNA 

<213> Homo sapiens 

<400> 21 

atggccctat ggtccctgct ccatctcacc ttcctggggt tcagcattac cttgctgttg 60 
gtccacgggc agggcttcca agggacagca gccatctggc catccctctt caacgtcaac 120 
ttgtccaaga aggttcagga aagcatccag atcccgaaca atgggagtgc gcccctgctc 180 
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gtggatgtgc gggtgtttgt ctccaacgtg tttaatgtgg acatcctgcg atacacaatg 240 

tcctccatgc tgctgcttag gctgtcctgg ctggacactc gcctggcctg gaacactagt 300 

gcacacccgc ggcacgccat cacgctgccc tgggagtctc tctggacacc aaggctcacc 360 

atcctggagg cgctctgggt ggactggagg gaccagagcc cccaggctcg agtagaccag 420 

gacggccacg tgaagctcaa cctggccctc gccacggaga ccaactgcaa ctttgagctc 480 

ctccacttcc cccgggacca cagcaactgc agcctcagct tctacgctct cagcaacacg 540 

gcgatggagt tagagttcca ggcccacgtg gtgaacgaga ttgtgagtgt caagagggaa 600 

tacgtagttt atgatctgaa gacccaagtc ccaccccagc agctggtgcc ctgcttccag 660 

gtgacgctga ggctgaagaa cacggcggaa ttccggcggc ccctcttcta tgtggtcagc 720 

ctgctactgc ccagcatctt cctcatggtc atggacatcg tgggcttcta cctgcccccc 780 

aacagtggcg agagggtctc tttcaagatt acactcctcc tgggctactc ggtcttcctg 840 

atcatcgttt ctgacacgct gccggccact gccatcggca ctcctctcat tggtgtctac 900 

tttgtggtgt gcatggctct gctggtgata agtttggccg agaccatctt cattgtgcgg 960 

ctggtgcaca agcaagacct gcagcagccc gtgcctgctt ggctgcgtca cctggttctg 1020 

gagagaatcg cctggctact ttgcctgagg gagcagtcaa cttcccagag gcccccagcc 1080 

acctcccaag ccaccaagac tgatgactgc tcagccatgg gaaaccactg cagccacatg 1140 

ggaggacccc aggacttcga gaagagcccg agggacagat gtagccctcc cccaccacct 1200 

cgggaggcct cgctggcggt gtgtgggctg ctgcaggagc tgtcctccat ccggcaattc 1260 

ctggaaaagc gggatgagat ccgagaggtg gcccgagact ggctgcgcgt gggctccgtg 1320 

ctggacaagc tgctattcca catttacctg ctggcggtgc tggcctacag catcaccctg 1380 

gttatgctct ggtccatctg gcagtacgct c 1411 

<210> 22 

<211> 1269 

<212> DNA 

<213> Homo sapiens 

<400> 22 

atgctgctgt gggtccagca ggcgctgctc gccttgctcc tccccacact cctggcacag 60 

ggagaagcca ggaggagccg aaacaccacc aggcccgctc tgctgaggct gtcggattac 120 

cttttgacca actacaggaa gggtgtgcgc cccgtgaggg actggaggaa gccaaccacc 180 

gtatccattg acgtcattgt ctatgccatc ctcaacgtgg atgagaagaa tcaggtgctg 240 

accacctaca tctggtaccg gcagtactgg actgatgagt ttctccagtg gaaccctgag 300 

gactttgaca acatcaccaa gttgtccatc cccacggaca gcatctgggt cccggacatt 360 

ctcatcaatg agttcgtgga tgtggggaag tctccaaata tcccgtacgt gtatattcgg 420 

catcaaggcg aagttcagaa ctacaagccc cttcaggtgg tgactgcctg tagcctcgac 480 

atctacaact tccccttcga tgtccagaac tgctcgctga ccttcaccag ttggctgcac 540 

accatccagg acatcaacat ctctttgtgg cgcttgccag aaaaggtgaa atccgacagg 600 

agtgtcttca tgaaccaggg agagtgggag ttgctggggg tgctgcccta ctttcgggag 660 

ttcagcatgg aaagcagtaa ctactatgca gaaatgaagt tctatgtggt catccgcgaa 720 

ttcctcaagt ccatcatcgc tctcttggtg cctgcagagg cactgctgtt ggctgacgtg 780 

tgcggggggt tgctgcccct ccgggccatt gagcgcatag gctacaaggt gacattgctg 840 

ctgagttacc tcgtcctcca ctcctccctg gtgcaggccc tgcccagctc ctcctcctgc 900 

aacccactgc tcatttacta cttcaccatc ctgctgctgc tgctcttcct cagcaccata 960 

gagactgtgc tgctggctgg gctgctggcc cggggcaacc ttggggccaa gagcggcccc 1020 

agcccagccc cgagagggga acagcgagag cacggcaacc cagggcctca tcctgctgaa 1080 

gagccctcca gaggagtaaa ggggtcacag agaagctggc ctgagactgc tgaccgcatc 1140 

ttcttcctcg tgtatgtggt tggggtgctg tgcacccaat tcgtctttgc aggaatctgg 1200 

atgtgggcag cgtgcaagtc tgacgcagcc cctggagagg ctgcacccca tggcaggcgg 1260 

cctagactg 1269 

<210> 23 

<211> 470 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Met Ala Leu Trp Ser Leu Leu His Leu Thr Phe Leu Gly Phe ser lie 
1 5 10 15 

Thr Leu Leu Leu val His Gly Gin Gly Phe Gin Gly Thr Ala Ala lie 
20 25 30 
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Trp Pro Ser Leu Phe Asn val Asn Leu Ser Lys Lys Val Gin Glu Ser 
35 40 45 

lie Gin lie Pro Asn Asn Gly Ser Ala Pro Leu Leu Val Asp Val Arg 
50 55 60 

val Phe val Ser Asn val Phe Asn val Asp lie Leu Arg Tyr Thr Met 
65 70 75 80 

Ser Ser Met Leu Leu Leu Arg Leu Ser Trp Leu Asp Thr Arg Leu Ala 
85 90 95 

Trp Asn Thr Ser Ala His Pro Arg His Ala lie Thr Leu Pro Trp Glu 
100 105 110 

Ser Leu Trp Thr Pro Arg Leu Thr lie Leu Glu Ala Leu Trp val Asp 
115 120 125 

Trp Arg Asp Gin Ser Pro Gin Ala Arg val Asp Gin Asp Gly His val 
130 135 " 140 

Lys Leu Asn Leu Ala Leu Ala Thr Glu Thr Asn Cys Asn Phe Glu Leu 
145 150 155 160 

Leu His Phe Pro Arg Asp His Ser Asn Cys Ser Leu Ser Phe Tyr Ala 
165 170 175 

Leu Ser Asn Thr Ala Met Glu Leu Glu Phe Gin Ala His val val Asn 
180 185 190 

Glu lie val Ser Val Lys Arg Glu Tyr val Val Tyr Asp Leu Lys Thr 
195 200 205 

Gin val Pro Pro Gin Gin Leu val Pro Cys Phe Gin val Thr Leu Arg 
210 215 220 

Leu Lys Asn Thr Ala Glu Phe Arg Arg Pro Leu Phe Tyr val Val Ser 
225 230 ~ 235 240 

Leu Leu Leu Pro ser lie Phe Leu Met val Met Asp lie val Gly Phe 
245 250 255 

Tyr Leu Pro Pro Asn Ser Gly Glu A-g val Ser Phe Lys lie Thr Leu 
260 2o5 270 

Leu Leu Gly Tyr Ser val Phe Leu lie lie val Ser Asp Thr Leu Pro 
275 280 285 

Ala Thr Ala lie Gly Thr Pro Leu lie Gly val Tyr Phe val val Cys 
290 295 300 

Met Ala Leu Leu val lie Ser Leu Ala Glu Thr lie Phe lie val Arg 
305 310 315 320 

Leu val His Lys Gin Asp Leu Gin Gin Pro val Pro Ala Trp Leu Arg 
325 330 335 

His Leu val Leu Glu Arg lie Ala Trp Leu Leu Cys Leu Arg Glu Gin 
340 ~ 345 350 

Ser Thr Ser Gin Arg Pro Pro Ala Thr Ser Gin Ala Thr Lys Thr Asp 
355 360 365 
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Asp Cys Ser Ala Met Gly Asn His Cvs Ser His Met Gly Gly Pro Gin 
370 375 380 

Asp Phe Glu Lys Ser Pro Arg Asp Arg Cys Ser Pro Pro Pro Pro Pro 
385 390 " 395 400 

Arg Glu Ala Ser Leu Ala val Cys Gly Leu Leu Gin Glu Leu Ser Ser 
405 410 415 

lie Arg Gin Phe Leu Glu Lys Arg Asp Glu lie Arg Glu val Ala Arg 
420 425 430 

Asp Trp Leu Arg Val Gly Ser val Leu Asp Lys Leu Leu Phe His lie 
435 440 445 

Tyr Leu Leu Ala val Leu Ala Tyr ser lie Thr Leu val Met Leu Trp 
450 455 460 

Ser lie Trp Gin Tyr Ala 
465 470 

<210> 24 

<211> 423 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Met Leu Leu Trp val Gin Gin Ala Leu Leu Ala Leu Leu Leu Pro Thr 
15 10 15 

Leu Leu Ala Gin Gly Glu Ala Arg Arg Ser Arg Asn Thr Thr Arg Pro 
20 25 30 

Ala Leu Leu Arg Leu Ser Asp Tyr Leu Leu Thr Asn Tyr Arg Lys Gly 
35 40 45 

val Arg Pro Val Arg Asp Trp Arg Lys Pro Thr Thr val Ser lie Asp 
50 55 60 

val lie val Tyr Ala lie Leu Asn val Asp Glu Lys Asn Gin val Leu 
65 70 75 80 

Thr Thr Tyr lie Trp Tyr Arg Gin Tyr Trp Thr Asp Glu Phe Leu Gin 
85 ~ 90 95 

Trp Asn Pro Glu Asp Phe Asp Asn lie Thr Lys Leu Ser lie Pro Thr 
100 105 110 

Asp Ser lie Trp val Pro Asp lie Leu lie Asn Glu Phe val Asp val 
115 120 125 

Gly Lys Ser Pro Asn lie Pro Tyr val Tyr lie Arg His Gin Gly Glu 
130 135 140 

val Gin Asn Tyr Lys Pro Leu Gin val val Thr Ala cys Ser Leu Asp 
145 150 155 160 

lie Tyr Asn Phe Pro Phe Asp val Gin Asn cys ser Leu Thr Phe Thr 
165 170 175 

Ser Trp Leu His Thr lie Gin Asp He Asn lie Ser Leu Trp Arg Leu 
180 185 190 
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pro Glu Lys val Lys Ser Asp Arg ser val Phe Met Asn Gin Gly Glu 
195 200 205 

Trp Glu Leu Leu Gly val Leu Pro Tyr Phe Arg Glu Phe Ser Met Glu 
210 215 220 

Ser Ser Asn Tyr Tyr Ala Glu Met Lys Phe Tyr val val lie Arg Glu 
225 230 235 240 

Phe Leu Lys Ser lie lie Ala Leu Leu val Pro Ala Glu Ala Leu Leu 
245 250 255 

Leu Ala Asp val Cys Gly Gly Leu Leu Pro Leu Arg Ala lie Glu Arg 
260 265 " 270 

lie Gly Tyr Lys val Thr Leu Leu L^u Ser Tyr Leu val Leu His Ser 
275 280 285 

Ser Leu val Gin Ala Leu Pro Ser ser Ser Ser Cys Asn Pro Leu Leu 
290 295 300 

lie Tyr Tyr Phe Thr lie Leu Leu Leu Leu Leu Phe Leu Ser Thr lie 
305 310 315 320 

Glu Thr val Leu Leu Ala Gly Leu Leu Ala Arg Gly Asn Leu Gly Ala 
325 330 335 

Lys Ser Gly Pro Ser Pro Ala Pro Arg Gly Glu Gin Arg Glu His Gly 
340 345 350 

Asn Pro Gly Pro His Pro Ala Glu Glu Pro Ser Arg Gly val Lys Gly 
355 360 365 

Ser Gin Arg Ser Trp Pro Glu Thr Ala Asp Arg lie Phe Phe Leu val 
370 375 380 

Tyr val val Gly Val Leu Cys Thr Gin Phe val Phe Ala Gly lie Trp 
385 390 395 400 

Met Trp Ala Ala Cys Lys Ser Asp Ala Ala Pro Gly Glu Ala Ala Pro 
405 410 415 

His Gly Arg Arg Pro Arg Leu 
420 

<210> 25 
<211> 22 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 
<400> 25 

caactgcagc ctcagcttct ac 

<210> 26 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide probe 
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<400> 26 

ctcagcaaca cggcgatgga gttagagtt 

<210> 27 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide primer 

<400> 27 

tcttgacact cacaatctcg ttca 

<210> 28 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide primer 

<400> 28 

caactgcagc ctcagcttct ac 

<210> 29 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide probe 

<400> 29 

ctcagcaaca cggcgatgga gttagagtt 

<210> 30 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide primer 

<400> 30 

tcttgacact cacaatctcg ttca 
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